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Risk Assessment of Microbial Contamination using DNA Analysis and
Evaluation of Microbiological Management Technology
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Abstract

In a manufacturing factory of pharmaceuticals and foods or in medical facilities, it is important to control
the microbes focusing high risk of microbial contamination. Now, it is possible to estimate the risk of microbial
contamination through the identification of microbes using DNA analysis. From a field survey on
manufacturing environments, it was clarified that the main source of airborne bacteria was humans, ;therefore,
sanitation management of humans is important in controlling airborne bacteria. The survey results also showed
that the material packing room, and the washing chamber in a clean room, are at a high risk of microbial
contamination. We evaluated the disinfection effects of UV germicidal irradiation derived from a difference in
UV intensity by using 15 key microbes. The results showed that all microbes except for spores and fungi could
be sterilized in a place away from the UV germicidal lamp.
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The Countermeasures and the Risks Assumed in
Manufacturing Environment
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