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Study on food factory pest investigation using environmental DNA analysis
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Miu Tomaru Hiroki Ogata
Abstract

Trap surveys that are used to monitor pests in food factories have some problems. Therefore, the authors
examined whether environmental DNA analyses could be used to supplement trap surveys. We conducted an
environmental DNA analysis using nine sets of universal primers for arthropods and noted that the types of
pests detected differed depending on the primers used. Next, we conducted an environmental DNA survey in a
food factory and noted that the pests detected differed depending on the cleanliness classification of the factory.
In addition, pests that were not captured by the traps were detected using the environmental DNA analysis.
Therefore, an environmental DNA analysis can complement trap surveys.
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Number of Genetic Reads of Food Factory Pests Detected at Each Sampling Points in the Certain Food Factory.
See Table 8 for the Types of Pests Included in Each Category.
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List of Pests Caught by Insecticide Trapping Surveys in Clean and Semi-Clean Areas
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